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TAILORx – 50
® /  IDFS  

Sparano JA, et al. N Engl J Med. 2018;379(2):111-121. 
Genomic Health, Inc.

TAILORx

5 9

%

IDFS

 10 95.1±1.1 87.4±2.0

 11–15 95.1±1.1 85.7±2.2

 11–15 94.3±1.3 89.2±1.9

 16–20 92.0±1.3 80.6±2.5

 16–20 94.7±1.1 89.6±1.7

 21–25 86.3±2.3 79.2±3.3

 21–25 92.1±1.8 85.5±3.0

 26 86.4±1.9 80.3±2.9
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® /   

TAILORx
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5 9

%

 10 99.7±0.3 98.5±0.8

 11–15 98.8±0.6 97.2±1.0

 11–15 98.5±0.7 98.0±0.8

 16–20 98.1±0.7 93.6±1.4

 16–20 98.9±0.5 95.2±1.3

 21–25 93.2±1.7 86.9±2.9

 21–25 96.4±1.2 93.4±2.3

 26 91.1±1.6 88.7±2.1
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TAILORx
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5 9

%

 10 98.4±0.6 95.4±1.3

 11–15 97.5±0.8 93.3±1.6

 11–15 97.2±0.9 94.4±1.5

 16–20 95.7±1.0 89.6±1.9

 16–20 97.2±0.8 93.0±1.5

 21–25 89.8±2.0 82.0±3.2

 21–25 94.2±1.6 90.7±2.5

 26 88.6±1.8 86.1±2.2
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TAILORx – 50
® /   
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TAILORx

5 9

%

 10 100.0 98.6±0.9

 11–15 99.3±0.4 96.8±1.0

 11–15 98.9±0.6 97.5±0.9

 16–20 98.6±0.6 95.8±1.2

 16–20 99.8±0.2 96.1±1.2

 21–25 98.2±0.9 92.7±2.0

 21–25 98.3±0.8 93.9±1.9

 26 95.6±1.1 92.4±1.9
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TAILORx 2

-
®

-

73% 43% 2

Sparano JA, et al. N Engl J Med. 2019;380:2395-2405.  Genomic Health, Inc.
Sparano JA, et al. N Engl J Med. 2018;379:111-121.  Genomic Health, Inc.
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®

IDFS DRFI

TAILORx

Sparano JA, et al. N Engl J Med. 2019;380(25):2395-2405.
Genomic Health, Inc.

(N=9,427) n
IDFS

IDFS
(95%CI)

vs. 

DRFI
(95%CI)

vs. 

0-10 1,572 176 30

11-25 3,282 422 127

11-25 3,214 389 113

26-100 1,359 184 96

0.5 1 2 4 0.5 1 2 4

Adjuvant! Online
1 3 cm 2 2 cm 3 1 cm
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® 11-25

Sparano JA, et al. N Engl J Med. 2019;380(25):2395-2405. 
Genomic Health, Inc.

TAILORx

ET ET-CT
IDFS DRFI

 11-25
(n=6,496)

n
IDFS

IDFS
(95%CI) 

ET vs. ET-CT

DRFI
(95%CI) 

ET vs. ET-CT

 4,799 541 129
 1,697 270 111

50 3,173 361 80
50 1,180 204 73
50 1,626 180 49
50  517 66 38

0.5 1 2 40.5 1 2 4

Adjuvant! Online
 1   3 cm  2   2 cm  3  1 cm
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TAILORx

® 16-25 4,338
46-50

16-25 (n=4,338)
n

IDFS
IDFS

 (95%CI)
ET vs. ET-CT

DRFI
 (95%CI)

ET vs. ET-CT

 40 203 35 12

41-45 441 51 21

46-50 630 69 33

46-50 141 15 5

51-55 287 34 13

51-55 472 54 19

56 - 60 826 94 28

61- 65 710 109 32

> 65 628 117 31

0.25 0.50 1 2 4 0.1250.250 0.500 1 2 4

ET: ET-CT  IDFS: = DRFI: 
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50

16–20 21–25

(n=990) -0.2% ±2.1
7%

6.4% ±4.9
3%

(n=372) 6.5% ±4.9
2%

8.7% ±6.2
2%

50

® 16–20 21–25

 
(n=1362)

1.6% 6.5%

TAILORx 
2

TAILORx 
1

TAILORx

1)Sparano JA, et al. N Engl J Med. 2018;379(2):111-121. 
Genomic Health, Inc.

2)Sparano JA, et al. N Engl J Med. 2019;380(25):2345-2405. 
Genomic Health, Inc.

Adjuvant! Online
 1   3 cm  2   2 cm  3  1 cm
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Company Confidential
Sparano JA, et al. N Engl J Med. 2019;380(25):2345-2405. 

Genomic Health, Inc.

TAILORx

-0.2%±2.1 6.5 4.9 6.4 4.9 8.7 6.2

46

100

90

80

70

60

50

40

30

20

10

0
328 343 107 108 158 161 75 82

 16-20 21-25
Overall Benefit=1.6% Overall Benefit=6.5%

95.4% 95.2% 88.1% 94.5% 88.6% 95.0% 81.2% 89.9%

Adjuvant! Online
 1   3 cm  2   2 cm  3  1 cm
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Sparano JA, et al. JAMA Oncol. 2020; 6(3): 367-374.
Genomic Health, Inc.
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TAILORx

 26-100 5 88.5 4.8 CMF
92.3 1.6 95.5 2.5

/
5

93.0% ±0.8%

+ 42/589 92.7% ±1.2%

33/334 92.3% ±1.6%

12/244 95.1% ±1.5%

CMF 5/ 52 88.5% ±4.8%

3/ 81 95.5% ±2.5%

6/ 89 92.8% ± 3.1%

Copyright © 2020 American Medical Association. All rights reserved.

Sparano JA, et al. JAMA Oncol. 2020; 6(3): 367-374.

1.0

0.8

0.6

0.4

0.2

0

CMF / /5- NS TC /

0 12 24 36 48 60 72 84 96 108

CMF 5 /52

33 /334

12 /244

TC 42 /589

/NS 3 /81

6 /89

No. at risk

334 318 304 285 260 182 139 106 79 42
52 46 44 37 34 17 13 10 5CMF 1

244 228 197 185 173 99 73 57 35 18

589 557 515 480 435 279 206 142 65TC 19
81 73 66 65 61 31 23 15 9/NS 2

89 75 65 58 52 35 26 15 8 3



TAILORx  

HER2 ®

11-25 6,711

9  11-25 5
10 3  26 13

50 40 15

50  16-25 46

50 25 50 15
85%

Sparano JA, et al. N Engl J Med. 2018;379(2):111-121. 
Genomic Health, Inc.
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